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Abstract. In routine diagnosis, staphylococcal infections, it is necessary to use a simplified working 
scheme to differentiate pathogens such as Staphylococcus or other nonpathogenic and hull, which is 
based on some characteristic phenotypic characters. Methicillin-resistant staphylococcus bacteria are 
considered with zoonotic risk, causing nosocomial infections in humans. Methicillin-resistance is 
present in several species coagulase positive or negative, in laboratories, its presence being 
compulsorily tested. In this study have been identified 11 of methicillin-resistant strains, from dogs 
and cats, is shown as epidemiological cycle of intra-and interspecific these strains.Bacterial performed 
according to the methodology used allowed the isolation and identification of S. aureus subps. aureus 
and staphylococii belonging Group intermedius from dogs and cats. Using RAPD technique („random 
amplified polymorphic DNA”), was established the origin of strains of Group Intermedius. 
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INTRODUCTION   
 
Staphylococcal infections in animals are quite common, have a variable clinical 
course, being produced by several species of staphylococci, with an intra-and interspecific 
epidemiological circuit that includes people (3).In recent years methicillin-resistant 
Staphylococcus bacteria are considered particularly zoonotic risk, causing nosocomial 
infections in humans. Methicillin-resistance is present in several species coagulase positive or 
negative, in laboratories, its presence being compulsorily tested (1, 2, 4, 5). 
In routine diagnosis, staphylococcal infections, it is necessary to use a simplified 
working scheme to differentiate pathogens such as Staphylococcus or other nonpathogenic 
and hull, which is based on some characteristic phenotypic characters (3).In dogs and cats 
require genotypic differentiation strains classified in the Group Intermedius to establish their 
origin. In this context research covered by this paper were performed in order: 
-to characterize the phenotypic strains of staphylococci isolated from pets, based on a 
simplified scheme;  
-to identify staphylococci coagulase positive and negative rapid test;  
-to identify methicillin-resistant strains of staphylococci present in dogs and cats; 
-to genotypic differentiation of strains classified in the Group Intermedius. 
 
MATERIALS AND METHODS   
 
Pathological material samples were taken from dogs and cats, with different clinical 
disease. Pathological samples were taken from a number of 55 different pets with skin 
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diseases. Of pathological material were made early sowing on agar sheep blood defibrinated 
5%, the plates were incubated at 37˚C in normal atmosphere for 18 -20 hours.  
Early sowings were made in this way to obtain isolated colonies, in order to assess 
cultural character. Strains of staphylococci were isolated and purified on biochemical tests 
and pathogenicity of characters. 
Controlled biochemical properties were manita the environment Chapmann 
fermentation and fermentation sugars present in several API Staph system. Control 
pathogenicity factors were the presence of coagulase-related (clumping factor) and 
hemolisins. Haemolytic activity was assessed on sheep blood defibrinated agar 5%. 
Highlighting related coagulase was highlighted Staph Latex Kit KIT PROLEX 
quickly. Related strains possessing coagulase (clumping factor) or protein A, placed in 
contact with latex particles sensitised with fibrinogen and IgG, producing mixed 
agglutination. Indicates the emergence of coagulase-related small clot. 
For susceptibility testing of staphylococci at novobiocine, strains of staphylococci 
isolated was used Kirby-Bauer difusimetric method were used the following ingredients: 
Mueller-Hinton broth and agar, Petri plates and impregnated biodiscs with meticilin and 
novobiocine by Oxoid products. 
For genotypic characterization on phylogenetic analysis of strains from Group 
Intermedius was used RAPD („random amplified polymorphic DNA”) fingerprinting 
technique, performed in the laboratory of molecular biology of SN Pasteur SA Bucharest. 
By this technique were tested five strains of staphylococci framed in the Group 
Intermedius, 3 isolates from dogs and 2 isolated from cats. Primers used were P1 and P2 DNA 
genomic molecules extracted from the 5 strains of staphylococci. Staphylococcal DNA was 
extracted using the QIAamp DNA Mini Kit (Qiagen - 51304) and migration in gel 
electrophoresis was visualized by Easy RH, Herolab GmBH; the logic program: ImageWin2PC. 
 
RESULTS AND DISCUSSIONS     
 
Bacteriological examination of samples submitted were isolated 55 strains of 
staphylococci, in the Bacterial Infectious Diseases Research Laboratory - Faculty of Veterinary 
Medicine Timisoara (Tab. 1). The 55 strains studied, the Gram stain were assigned to Gram-
positive group and were presented in the form of cocci, with size between 0.8-1.5 mm in 
diameter, and how was the predominant group cluster and occasionally in pairs or solitary 
bacterial cells. Both in primary cultures and subcultures isolates produced yellow pigment is 




The result of bacteriological examination 
 
Species Samples examinated Pozitive Sterile 
Dogs 40 - 
Cats  15 - 
Total  55 - 
 
Strains of staphylococci isolated from dogs and cats have variable biochemical 
behavior, and the tests used could make a difference summary, the results of these 
investigations are presented in Tab. 2. All isolates were susceptible to novobiocin, allowing 
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their classification in the genus Staphylococcus.The Chapman agar is a selective medium for 
isolation and presumptive identification of staphylococci manita-positive and fermented rose 




Biochemical test results 
 
Species 




Staph Latex Kit S. aureus 
Intermedius 
group 
Dogs 11 18 11 21 
Cats 9 2 9 4 
Total 20 20 20 25 
 
 
Bound coagulase was present in all of the 55 isolated strains. API Staph system was 
tested in all isolates, interpretation of results is made with a program softwer, and the results 
are shown in Tab. 2. This system allowed the staphylococci isolated from dogs and cats to be 
involved in the group without being differentiated Intermedius species of this group. 
The phenomenon of methicillin-resistant strains of staphylococci characterizing, 
zoonotic risk, was present in 11 strains isolated from pets. At present this phenomenon 
governed by factors plasmid (R) and chromosomes (gene mec) is widely studied in both animals 
and humans because it is associated with other resistotypes and methicillin-resistant strains have 
a complex epidemiological circuit (5, 6, 7). The data were digitally processed and statistically 



















Fig.1. Staphylococcus intermedius. Determined by RAPD genetic fingerprints. Gel 
electrophoresis after amplification with primers P1 (lines 2-7) and primer P2 (lines 9-14). 
Lines 1, 15: standard DNA - 100bp DNA Ladder (Promega), lines 2, 9: sample C2, lines 3, 
10: sample C6, lines 4, 11: sample C7, lines 5, 12: sample F1, line 6, 13: sample F2, lines 7, 
14: control of amplification - E. coli C1a, line 8: standard DNA - PCR marker (Sigma). 





S. intermedius. Determined by RAPD genetic fingerprints –  
size amplicons calculated by the logic program (software) 5.1 UnScanIt 
 




























1500 2000 1090 1500 1791 411 2316 1663 1791 2316 1791 2316 
1000 1500 1000 1000 1446 261 2106 1500 1446 1500 1446 1500 
900 1000 910 850 1000 200 2000 900 1000 784 1000 784 
800 750 695 707 910  1500 801 660 590 660 200 
700 500 500 600 544  1256 707 544 200 544  
600 300  411 500  1000 349 500  500  
500 150     953  300  300  
400 50     801      
300      707      
200      600      
100      411      
 
CONCLUSION    
 
Bacterial performed according to the methodology used allowed the isolation and 
identification of S. aureus subps. aureus and the staphylococci Group Intermedius from dogs 
and cats.Use novobiocine strains allowed the classification of the genus Staphylococcus and 
pigmentogenesis, hemolysis, the presence of related coagulase, fermentation manita and API 
Staph system allowed the classification of strains in the three species and Intermedius Group. 
Have been identified methicillin-resistant strains 11, from dogs and cats, is shown as 
epidemiological cycle of intra-and interspecific these strains. 
Strains framed in the Group Intermedius isolated of dogs have different origins, 
belonging to different clones.  
Strains classified in the Group Intermedius isolated from cats have a common origin, 
being derived from a common clone. 
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